Representative 14-day-old seedlings are presented. (B) PCR-based genotyping of seedlings presented in (A) indicated that these mutant plants were homozygous for each mutation.
Fig. S2. Quantitative analysis of the colocalization among HOPS and CORVET subunits,
RAB GTPases, and VAMP727 on punctate compartments. The distances from the center of each punctum bearing fluorescently tagged proteins listed in the row of punctum A to the center of the closest punctum with tagged proteins listed in the row of punctum B were measured and classified as described previously (42) (A). In short, distances between two signals were classified into three categories: (i) colocalized; a distance between two centers was below the resolution limit of the objective lens (0.24 mm in this study), (ii) associated; a distance between two centers was less than the sum of the two radii of two signals (< 1 mm in this study), and (iii) independent; a distance between two centers was larger than the sum of the two radii of two signals (> 1 mm in this study). (B) Stacked bar graphs represent localization relationships between PTS1-GFP and mRFP-ARA7 (negative control), ARA6-mGFP and ARA6-mRFP (positive control), Venus-VPS18 and mGFP-VPS3 ( Fig. 1E ), mGFP-VPS18 and VPS39-mRFP ( Fig. 1F ), mGFP-VPS18 and mRFP-ARA7 ( Fig. 2D ), mGFP-VPS3 and mRFP-ARA7 ( Fig.   2D ), VPS39-mGFP and mRFP-ARA7 ( Fig. 2D ), mGFP-VPS18 and Venus-RABG3f ( Fig. 2E ), mGFP-VPS3 and Venus-RABG3f ( Fig. 2E ), VPS39-mGFP and Venus-RABG3f ( Fig. 2E ), mGFP-VPS18 and TagRFP-VAMP727 ( Fig. S6 ), mGFP-VPS3 and TagRFP-VAMP727 ( 
